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3 <110> APPLICANT: Zuker^ Charles S. 

4 The Regents of the University of California 

6 <120> TITLE OF INVENTION: Assays for Sensory Modulators Using a Sensory Cell 

7 Specific G-Protein Alpha Subunit 
9 <130> FILE REFERENCE: 02307E- 0 9 2610US 

11 <140> CURRENT APPLICATION NUMBER: US 09/492,028 

12 <141> CURRENT FILING DATE: 2000-01*26 

14 <150> PRIOR APPLICATION NUMBER: US ' 60/117 , 367 

15 <151> PRIOR FILING DATE: 1999-01-27 
17 <160> NUMBER OF SEQ ID NOS : 2 

19 <170> SOFTWARE: PatentIn Ver . 2.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 1503 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Mus Sp . 
26 <220> FEATURE: 

2 7 <221> NAME/KEY: CDS 

28 <222> LOCATION: ( 157 )..( 1224 ) 

29 <223> OTHER INFORMATION: mouse taste cell specific G-protein alpha 14 

30 subunit ( TC-Gaiphal4 ) 
32 <400> SEQUENCE: 1 
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137 tttttaaact agtgttcaac agttattaaa aaatcatgc 1503 

140 <210> SEQ ID NO: 2 

141 <211> LENGTH: 355 

142 <212> TYPE: PRT 

14 3 <213> ORGANISM: Mus Sp , 
14 5 <4 00> SEQUENCE: 2 
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